Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.039; wR factor = 0.111; data-to-parameter ratio = 15.5.
In the title compound, C 27 H 28 N 2 O 4 , the pyrrolidine ring adopts a twist conformation. The plane of the indole ring is almost perpendicular to that of the pyrrolidine ring, making a dihedral angle of 88.50 (6) . The planes of the naphthyl ring system and the pyrrolidine ring are tilted by an angle of 55.86 (5) . The molecular conformation is stabilized by intramolecular O-HÁ Á ÁO and O-HÁ Á ÁN hydrogen bonds. Table 1 Hydrogen-bond geometry (Å , ). Supporting information for this paper is available from the IUCr electronic archives (Reference: BT6950).
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Comment
Spiro compounds have received considerable interest due to their biological properties (Pradhan et al., 2006) . In addition, pyrrolidine derivatives are found to have anticonvulsant, antimicrobial and antifungal activities against various pathogens (Amal Raj et al., 2003) . In view of their importance, the crystal structure determination of the title compound was carried out and the results are presented herein. In the title molecule ( 
Experimental
A mixture of methyl 2-(hydroxy(naphthalen-1-yl)methyl)acrylate (1 mmol), N-ethyl isatin (1.1 mmol) and sarcosine (1.1 mmol) was refluxed in methanol until completion of the reaction was evidenced by TLC analysis. After completion of the reaction the solvent was evaporated under reduced pressure. The reaction mixture was dissolved in ethyl acetate and washed with water followed by brine solution. The organic layer was separated and evaporated under reduced pressure.
The crude mixture was purified by column chromatography using ethyl acetate and hexane as eluent (3: 7). The product was dissolved in ethyl acetate and heated for two minutes. The resulting solution was subjected to crystallization by slow evaporation of the solvent for 48 h resulting in the formation of single crystals
Refinement
All H atoms were positioned geometrically, with C-H = 0.93-0.97 Å and constrained to ride on their parent atom with U iso (H) = 1.5U eq (O,C) for methyl H atoms and 1.2U eq (C) for other H atoms. 
Figure 1
The molecular structure of the title compound, Displacement ellipsoids are drawn at the 30% probability level, H atoms have been omitted for clarity. 
